Figure 1: Quality control for samples from EVITA and CPP and candidate SNPs.

Ancestry Informative Markers

CPP:
107 self-reported White changed to Black

EVITA:
101 self-reported White changed to Black

Marker genotyping call rate
(keep SNPs with <20% missing)
Number of samples left

CPP Black: 613

CPP White: 606

EVITA Black: 269

EVITA White: 923

Number of SNPs left

CPP Black: 329

CPP White: 331

EVITA Black: 324

EVITA White: 324

Pre-quality control dataset
Number of samples left
CPP Black: 1096

CPP White: 969
EVITA Black: 454
EVITA White: 1293
Number of SNPs left
CPP Black: 340

CPP White: 340
EVITA Black: 340
EVITA White: 340

Sample genotyping call rate (keep
samples with <20% missing)
Number of samples

CPP Black: 613

CPP White: 606

EVITA Black: 269

EVITA White: 923

Number of SNPs left

CPP Black: 340

CPP White: 340

EVITA Black: 340

EVITA White: 340

Minor allele frequency
(keep SNPs with > 5.0%0)
Number of samples left
CPP Black: 613

CPP White: 606

EVITA White: 923
Number of SNPs left
CPP Black: 296
CPP White: 269
EVITA Black: 295
EVITA White: 266

Hardy Weinberg Equilibrium
(keep SNPs with >0.00001)
Number of samples left

EVITA Black: 269 I

CPP Black: 613
CPP White: 606
EVITA Black: 269
EVITA White: 923
Number of SNPs left

CPP Black: 255
CPP White: 193
EVITA Black: 257
EVITA White: 87

Final analytical sample size (n)
CPP Black: 613

CPP White: 606

EVITA Black: 269

EVITA White: 923

Final number of SNPs

CPP Black: 255

CPP White: 125

EVITA Black: 257

EVITA White: 87

SNPs, Single nucleotide polymorphisms




